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Preface

Due to a staggering increase in the abundance and availability ofmolecular data dur-
ing recent years, bioinformatics has enabled scientists to ask questions previously
impossible to answer. The purpose of this book is to arm molecular biologists
with the knowledge to enable their use of bioinformatics tools. The idea of the
book was born when John Inglis and Kaaren Janssen visited Stanford in 2008 to dis-
cuss the future of the Bioinformatics textbook long used by students. From thismeet-
ing came the idea of a new project, to be led and executed by graduate students and
postdocs, to create a bioinformatics “handbook,”making computational and statis-
tical techniques more accessible for molecular biologists. The sometimes oblique (to
molecular biologists) language of bioinformatics would also bemademore accessible
by the introduction of significant terminology (within the text, these boldfaced terms
are now defined in the context in which they appear). Such a book would drive the
adoption of new techniques and technologies by providing a fresh perspective from
the graduate students and create a natural source of new content with the new stu-
dents entering the program, whowould use this as an opportunity to “pass the torch”
from one group of students to the next.

Without the important contributions and support of many individuals, this
book would not have been possible. First, we thank all of the authors for their
hard work. We are also grateful for the support of the Biomedical Informatics Pro-
gram at Stanford. In particular, we thank themembers of the executive committee of
the Program, including Russ Altman, Atul Butte, Teri Klein, Larry Fagan, Mark
Musen, Amar Das, David Paik, Dan Rubin, Mary Jeanne Oliva, and Darlene Vian,
who were critical in enabling us to act as student representatives. Without their sup-
port and encouragement, this book would not have been possible. The authors and
editors have chosen to donate all of the royalties from this publication to the Stanford
Biomedical Informatics Program in support of future student endeavors. In addi-
tion, we thank all of the staff at Cold Spring Harbor Laboratory Press, who facilitated
the creation of this book from its inception to publication, in particular, Kaaren Jans-
sen, who initially presented the idea for the book to us while visiting Stanford Uni-
versity. Her ever-positive attitude and enthusiasmmade this an amazing experience.
We are grateful to many more at the Press, including John Inglis, Rena Springer,
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Maryliz Dickerson, and Inez Sialiano, who were also instrumental in making this
book possible. We also sincerely thank Greg Cooper and Sarah Elgin who provided
thoughtful and critical reviews of many of chapters, as well as others who provided
valuable comments on individual chapters, including Russ Altman, Steve Briggs,
Betty Cheng, Mario Roederer, Gary Stormo, Jason Swedlow, and Michael Weiner.
In addition, we are individually indebted to past and present mentors and teachers
who, often unknowingly, inspired each of us to pursue biomedical informatics as a
field of study. Lastly, and most importantly, we are eternally grateful to our families
and friends, who provided us with limitless encouragement and support for our
endeavors, including this one.

MARINA SIROTA AND SARAH J. AERNI

June 5, 2014
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